The analysis of the 4.1-Mb draft genome sequence of a moderately thermophilic, heterotrophic, and facultatively anaerobic bacterium, Bacillus subtilis strain D7XPN1, identified genes for a range of enzymes with potential in the biodegradation of food waste, a property consistent with the ecological habitat of the isolate. 
functional proteins, as well as those hypothesized to be responsible for plant growth and for the production of bioactive compounds in Bacillus sp. strain JS, are also present in strain D7XPN1, suggesting that these two strains may have important plant protection and degradation functions. The draft whole-genome sequence of strain D7XPN1 will assist in our understanding of the role of this particular bacterium in the food degradation process in the commercial bioreactor Baku Baku and in plant protection and growth.
Nucleotide sequence accession numbers. The whole-genome shotgun project of Bacillus species strain D7XPN1 has been deposited at DDBJ/EMBL/GenBank under the accession number JHCA00000000. The version described in this paper is version JHCA00000000.1.
